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Primary peptide:

NOS-bridge ~| . e,

Cancel Linked Peptides:

e Peptide Sequence
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Chemical formula:
0-H2 L Crosslinks:
Crosslinker Peptide #1 Amino Acid #1 Peptide #2 Amino Acid #2
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Edit Linked Peptides

Primary peptide:
SYTK

Linked Peptides:

Peptide Sequence

CTFAGCGVK

Crosslinks:
Crosslinker Peptide #1 Amino Acid #1 Peptide #2 Amino Acid #2
NO5-bridge 157K 4K 2CTFAGCGVK 6:C
o NOS5-bridge 157K 4K 6 | 3CTYPDCVSK 1.C
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Edit Linked Peptides

Primary peptide:

SYYK

Linked Peptides:
Peptide Sequence
CTFQGCGVK | Skyline

3
. This amino acid position in this peptide is already being used by another
crosslink.

Crosslinks:
Crosslinker Ga oK Amino Acid #2
NOS-bridge 1:5YYK 4K

2CTRAGCGVK

NOS-bridge
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